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! Biological data mining
2 Bioinformatics

® Genomics

* Proteomics

® Transcriptomics

® Genome
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! Gene

2 Sequence alignment

® Deoxyribo Nucleic Acid
* Human genome project
® Proteome

® Transcriptome

" Gene expression

& Microarray
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! Data mining
Z Preprocessing
® Missing value
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! Clustering
2 Classification
% Hierarchical
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! K-means

2 Self Organizing Map

® Cluster Affinity Search Technique
* Correlation Search Technique

> Noise

® K Nearest Neighbor

” Artificial Neural Network

® Decision tree

® Support Vector Machines
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120[
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]28[
! Filter
% \Wrapper
% Embedded
* Signal to Noise Ratio
® Fisher

® Wilcoxon rank sum test

’ Redundancy

® Feature sapce

% Classifier

1% Forward selection

1 Genetic algorithm

12 Support Vector Machine Recursive Feature Elimination
3 Guyon
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! Irrelevant

2 Redundant

® Fuzzy clustering

* Markov Blanket

® Ding

® Peng

" Minimum Redundancy Maximum Relevance
& Class
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)'SKNNImpute(

PLLSImpute(
188 ,82[

’KNNImpute(
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! Troyanaskaya

2 K Nearest Neighbor Imputation
¥ Sequential KNNImpute

* Kim

® Local Least Squares Imputation
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! Gene Ontology
? Greedy
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DLBCL

! Diffuse Large B-Cell Lymphoma
% Colon



